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Table 1.

genotype distribution total
score 4 3 2 2 1 0 -
case 208 326 83 156 63 10 846
control 175 340 66 183 88 16 868
total 383 666 149 339 151 26 1714

Table 2.

genotype distribution total
score 4 3 2 2 1 0 -
case 188 312 77 169 73 10 829
control 186 343 102 196 101 12 940
total 374 655 179 365 174 22 1769
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Table 1: XZoochran-armiage = 6-981, p=0.00824
Table 2 : X2 o ran-armiage = 3-902, p=0.0482

Table 1-Table 22 & EL T—2DAENREAGELIIHE © X2coenran Armiage = 10-869, p=0.000978
Table 1-Table 212 L TAR7 3L REIT 212158 - X2 ended-mn = 10.641, p=0.00111
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public static double ExtendedMantel (int[][][] array, double[] score) { s2N[i] = 0;
double ret; sN[i] = 0;
int numTable = array.length; snfi] =0;
int numCol = array[0][0].length; for (int j=0;j<numCol;j++) {
double[] Sxx = new double[numTable]; T[i] += (double)(array[i][O][j]+array[i1[1][i1);
double[] Syy = new double[numTable]; t[i] += (double)array[i][0][j];
double[] Sxy = new double[numTable]; s2N[i] += (double)score[j]*score[j1*(array[i][0][j]+array[i][1][j]);
double[] T = new double[numTable]; sN[i] += (double)score[j]*(array[i][0][j]+array[il[1][i]);
double[] t = new double[numTable]; sn[i] += (double)score[j]*array[i][O][j];
double[] s2N = new double[numTable]; }
double[] sN = new double[numTable]; Sxx[i] = (T[i]*s2N[i]-sN[i]*sN[i])/T[i];
double[] sn = new double[numTable]; Syy[i] = tli]*(TL]-t[/TLil;
double numer = 0; Sxy[i] = (T[il*sn[i]-t[i]*sN[i])/TTi];
double denom = 0; }
for (int i=0;i<numTable;i++) { for (int i=0;i<numTable;i++) {
Sxx[i] = 0; numer += Sxyf[il;
Syy[i] =0; denom += Sxx[i]*Syy[il/(T[i]-1);
Sxy[i] = 0; }
T[i]=0; ret = numer*numer/denom;
t[i] =0; return ret;
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