HLA/MICA imputation;%(Z &5
MHCHEE &R X2 Dfine-mapping

@ B bR
Paul IW de Bakker Soumya Raychaudhuri
SNP2HLA working group

R

PRI

FHEXE KEZHREETCERF
T T oy RN

TMDU

RRERBRRIAS



MHCHRIBIZHITHEEBERIRY
&) F (RA)IZHEITHYT /LD A(FREAERITHE R

(19,234 RA cases vs 61,565 controls)
it % 0D

STHENTR § N 5 R =) T
N o BRI

1 .
. . ' 1
4 . . : ii : i i .l
-I'I . i; :i : l 1 ‘ R . '
N F i ! : Ca !| I .:; :|. .!I |
vl ] I S RO b, TR
& . Y R I
X . H m— 3 * v
: MY TR I il il
H A dors bful VR L)) [
‘.-::P._,- = H

dw il bt L |

(Nature. Okada et al. 2014)

-6 BEEARERLOMHCHEEIX. BECRBEEE. BEUES. BEE. BHE
BEWVOT-ZELGEMERICNT HEEBERRVEDEWVEEZET S,

- B8 &) "< F (Rheumatoid arthritis; RA) IZE WL T, BizEFD1/3%E%H,

- MHCHEEB R (I B ELEH THY . EROHLAR G FOHLARREIGFAHFE
I5-0. BREMBEEFORIENBREE TH--,




MHCHEIIZEITHFEEBEE) XU Dfine-mapping
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HLA-DRB1*09
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HLA-DRB1*04:10
HLA-DRB1*09:01
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(1) HLA-DRB1D11, 13FEHD7I/BZE NRILAELRIRIEEFET S,

(2) HLA-B, HLA-DPB1, HLA-AIZHITHMII L= RO ERINT=,
(Nat Genet Raychaudhuri et al. 2012. Am J Hum Genet Han et al. 2014)
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HLA imputation;ZZDHLARRERF (MICA) ~DHLEE
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(Am J Hum Genet Okada et al. 2014)
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(Hum Mol Genet Okada et al. 2014)




HLA imputationiEDHCCPIABZIERA GWASADEA (TP 7 A)
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(Hum Mol Genet Okada et al. 2014)
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http://www.broadinstitute.org/mpg/snp2hla/
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