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- Distribution : E—3Ek - HEER/iHEED 2 & AT (15921.2-g22.2/15925.3-926.3)
- Size : FREIER9.41Mb+5EER14.0Mb=23.41Mb

* Ratio of cnLOH to whole chromosome: 22.8% (chr15 total length 102.5Mb)
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Eur J Hum Genet (2015) 23, 663-671 PMID: 25118026
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J Med Genet (2019) 56, 149-153 PMID: 29730598

PWS maternal disomy 15
n=185 (36%)

Maternal disomy 15 n Percentage
Total isodisomy 13 12.5
Segmental isodisomy 60 57.7
Heterodisomy 31 29.8

Not established’ 81 -

PWSICE 175 UPD®D60%5%5 (3

hetero/iso disomy(segmental isodisomy)

#930%l&complete heterodisomy
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Cases with ROH arising from chromosome 15

UPDI15 Size of ROH Methylation study

1 Whole PWS positive

2 Whole PWS positive

3 Whole AS positive

4 Whole AS positive

5 Whole AS positive

6 Whole AS positive

/ Whole AS positive

8 47 PWS positive

9 31 PWS positive

10 13 PWS positive

11 16 PWS positive

12 44 AS positive

13 16 Negative for PWS or AS

14 32 Not confirmed

15 20 Not confirmed
Present case 23.41(Mb) PWS/AS ?
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