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UCSC Genome Browser

http://www.genome.ucsc.edu/ 2022.5.7

University of California 
SANTA CRUZ
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1. Custom Tracks CNV

UCSC Genome Browser

※

2.

3.

CNV
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CNV
Base position, Chromosome Band

ClinGen HI/TS Score

ClinGen CNVs Curated Pathogenic/Benign

DGV Gold Standard CNV→”Benign ”
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Home My Data

Custom Tracks

BED
22 18912231 21465672 Loss
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track name= description=“ " color=255,0,0
#chrom chromStart chromEnd
22 18912231 21465672

Mammal Human GRCh37/hg19

Paste URLs or data

Submit

255,0,0
0,0,255
0,0,0
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Custom Tracks

Highlight feature
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Base Position : dense

Chromosome Band : pack

Base Position

Chromosome Band
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ClinGen

HI pack

TS pack

Filter by Dosage Sensitivity 

Socre

Some evidence... HI Score: 2

Sufficient evidence… HI Score: 3

Submit
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HI Score 3

TS Score 3

HI/TS Score 2
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ClinGen CNVs

Curated Benign pack

Curated Pathogenic pack

Uncertain pack
※ OK

Submit

Benign/Pathogenic
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Curated Benign Benign CNVs

Curated Pathogenic CNV CNV

Uncertain CNVs CNV CNV
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CNV
Structual Variants

CNV

Gold Standard Variants

CNV

DGV
Database of Genomic Variants

URL: http://dgv.tcag.ca/dgv/app/home

Gold Standard CNVs Benign
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DGV Struct Var

DGV Gold Standard pack

Submit

CNV CNV
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CNV

HI HI Score 3

TS

ClinGen Curated Pathogenic CNV

CNV

Curated Benign

DGV Gold Standard
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