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Klebsiella pneumoniae, Borrelia burgdorferi, Bordetella pertussis
Citrobacter rodentium, Bacteroides fragiris, Candid albicans
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IL-17

Table 1 The mouse IL-17 cytokine family
Predicted % %
Family Alternate Gene | Chromosomal | molecular weight Homology Homology Receptor
member names name location (kDa) with IL-17A | with human Cellular sources (alternative name)
IL-17A IL-17 CTLA-8 | 1174 1 A4 35 100 62 Th17 cells, CD8 IL-17RA
T cells, NK cells, (IL-17R)
vd T cells,
neutrophils
1L-178 CX1NERF 17 18 D3 41 21 88 ? IL-17RB
(IL-17RH1)
(IL-25R)
IL-17C CX2 Hi7e 8 E1 43 24 75 ? ?
IL-17D 1L-27 117 14C3 45 16 82 ? ?
IL-17E IL-25 125 14C2 38 16 76 Th2 cells, IL-17RB
eosinophils, mast (IL-17RH1)
cells (IL-25R)
IL-17F ML-1 iy 1 A4 34 45 54 Th17 cells, CD8 T IL-17RA
cells, NK cells, y& IL-17RC
T cells, neutrophils (IL-17RL)
a b

U 2
Figure 2

Structure of IL-17F. (s} Ribbon diagram of the IL-17F monomer, highlighting sulfur aroms of cysteines
involved in disulfide bonds {yeliw bails). The insee shows a representazion of the canonical cyssine knot
fold. (¥) Ribbon diagram of the IL-17F homodimer, with the disulfides (inter- and inerachain)
highlighted as in (#). {c and &) Orthogonal surface views of the side (c) and front {d) of the TL-17F
homedimer, with acidic residues indicated in red, basic residues in blue, and neurral residues inwhise.

The positions of the posential receptor binding cavities are indicased by broken circles. Used with
permission from Reference 46,
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