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Clone RFEH72ST (CC) SCCmec type WATL T 5
USA300 8 (8) IVa R - HESA
WUSA300 8 (8) ylVa* HA
USA300-LV/J 8 (8) Ve SN
ST22-PT 22 (22) v HA
South West Pacific 30 (30) v IR i
Taiwan 59 (59) IV or V TIT
ST80 80 (80) il iR
Bengal-Bay 772 (1) \% AR
CC398 1232 (398) \% BRIN - 72T
SCCmec, staphylococcal cassette chromosome mec
*SCCmecDccrB2IZ 128D RIEEHT 5
F2  ARFLTHM E N /-PVLEGEMRS A O SEA] 2
MHESR (%)
Clone (EE##%)
ABPC MPIPC LVFX CAM CLDM GM MINO  VCM
USA300 (238) 100 97.5 89.9 67.6 1.7 73.5 0.8 0
wUSA300 (62) 100 100 88.7 61.3 32 12.9 0 0
USA300-LV/J (39) 100 94.9 82.1 55.3 2.6 64.1 0 0
ST22-PT (22) 100 100 100 31.8 0 182 0 0
South West Pacific 100 950 250 250 0 15.0 0 0
(20)
Taiwan (11) 100 45.5 9.1 81.8 81.8 9.1 0 0
CC398 (9) 100 100 0 88.9 100 33.3 0 0

ABPC, ampicillin; MPIPC, oxacillin; LVFX, levofloxacin; CAM, clarithromycin; CLDM, clindamycin;

GM, gentamicin; MINO, minocycline; VCM, vancomycin
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Hypervirulent methicillin-resistant Staphylococcus aureus
(MRSA) rapidly increasing in Japan

Professor, Department of Clinical Microbiology, School of Pharmacy, Tokyo University of Pharmacy and Life

Sciences
Hidemasa Nakaminami

Summary For the past decade, the hypervirulent community-associated mechicillin-resistant
Staphylococcus aureus (CA-MRSA) USA300 clone had limited prevalence and was not considered
a serious problem in Japan. However, the incidence of infections caused by the USA300 clone has
recently been increasing, and this hypervirulent clone has spread not only in clinics but also in
hospitals. The USA300 clone is associated with severe intractable skin infections because it carries
a cytolytic pore-forming toxin, Panton-Valentine leukocidin (PVL), and an arginine catabolic
mobile element that promotes skin colonization. This review describes the current status of the
molecular epidemiological features of PVL-positive MRSA isolated in community and hospital

settings in Japan.

Key words: methicillin-resistant Staphylococcus aureus, healthcare-associated MRSA, community-
associated MRSA, Panton-Valentine leukocidin, USA300 clone



