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Viral diseases are responsible for substantial morbidity and mortality and continue to be of
great concern. To ensure better control of viral infections, I have been tackling the issue as a medi-
cal doctor, an academic researcher, and a public health officer. Especially, I have studied respirato-
ry viruses, such as the influenza virus, from the perspectives of molecular virology, theoretical mod-
eling, and field epidemiology. RNA biology and its involvement with viral life-cycle and pathogenici-
ty are central topics of molecular study, while mathematical models of transmission dynamics and
phylogenetics are major components of theoretical research. As a field epidemiologist, I work with
public health authorities during viral disease outbreaks. I was deployed to West Africa for viral
hemorrhagic fever outbreak responses as a WHO consultant, and I have served the Japanese
Government as an advisor for COVID-19 countermeasures. I would like to integrate various
approaches from clinical medicine to epidemiology, theoretical modeling, evolutionary biology,
genetics, and molecular biology in my research. In that way, we could gain a more comprehensive
understanding of viral diseases. I hope these findings will help ease the disease burden of viral
infections around the world.



