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7T, HIN1/S> 573 v 27 2009 7 1 )V AD HA D=k
TVAEEEF IV RETY —FF) ¥ VI L)
L, 19184Em/8» 73 v 27 (HIN1) YA VADZFNEIL
BT A EICENSHRoT I BERE P L%, HA
DOREE L, HFICPE SIS Sa & ShizB W T, 1918 4ED
HINI VA VADOZENS EEEBLLTEY, 19184FED 7 A )V
Z0%, MBI, Sa & ShAAOHHPAOERE Y, 2
DRI T I BREIRZFFO T ANV ADBANDORIELEIZL D)
BRI N2 EH 5, 2009 4FE0/82 573 2 (HIN1) v
ANAIZBWTY, 48, IS0 CHEDT I /i
EIASHE S 5 2 LTl sz, BUEE, FifTHh o HINL 7
ANWADT I BREH & ARER, Fllshz@m) o7
I REWREFFOMD, BRI HESNROTBY, Tk
) BERBRPROFTATEFZRITHIDEEZTNA.

6. 5H I

TFEOTFHEWFORBEWIERIZEY, £ 0AYTED
B APRFHENT WD, 77 55— 7 OB N A
FA VT AT A7 AGHOMENSBIHERL, Lk
FENTER R SRS ST b, GEROMALIFNT T, BIE
IR PR 2 AR OBZFIHHRA S, B\ E )
W CHALSIES T &7z, L L, 71V ADZERTH
TIE, Bpaglx L L LEIT D7 AV AEETZ) TV
A DZIRIT L, BEPSBUE, 2 L TREIZR» - THEL
DB EIFZE L 2L & 7o,

ATV A NAR, EE EE BEFSEOS
BT SIS E SN TW A, LaL, gk, #frs
57 ANV ADFURE R B ATV B B IE R 72T
L7Zevy, B THlARA L) ICFEHMEA 7V o Foxfis
CENEETHY), ZOMEICHT LIS AEFET
FTEF-TCVE, BEIIZOYANVATRI 572280 %
NN L, T — Y ISV TR ROE R EZ T2 2
EDV—ODEELFFERTHA ). WMIRICHI->TIE, F
WS R_E FERISRAT LR OER 2 L,
FHREE A MEET 5 2 £ DLETH 5. FERALICHEIT T,
UN=AT 23T 47 A0 BB L CEBIIER Y 4
WAERLEI L, ZOMWREMITLCI 7 F ke LTOH
FAMEFIT A2 L DREE R D, RETIEin o7z
B, KRS ERTFIIEHL LD &3 A5 6768
69 o fEGeE TN & A VAL RIA T A Y b
ATWD, Sk, T AVRE RS Y fEEY s
AL, EEREY, FHERE, WERE, BEEo A
WFIEE I OEMRZ B2 CTHi/- Moz L, —
e o TARBEICNYMG L EETH 5.

ARHTIE, NAFAVTHITA T AR Y TVI Y
FIANWADT 7 F P REERERPTIFRZEFINERL L9
ETLIFRER A MR L 72, ARFehS, [HEEEOE A

(VA NVA EE6L&E 1,

BRDSH B 7 A IV AFER T A v A ZHRDS B B A
B L 5> THBROWTEDO—W) & ZIUFENTH 5. HIET,
INAF AT H=T 427 ADWMHIE 1968 4EEH» ST -
TV LA L72AS, EBICHIESEAI R 57201
2000 SERIFACTH Y, FEHLIIREE LS 2 5. 55,
K% 2o FEFEIS O SE &A%, 2N OB P ARk R AR
WEEHL, Hilzk 4 IVAZEMENREB SN TV 2 &
ZHEFELTW5.

HE

REHOPEIIDH 72> T, AbilEE R N BRI E &G e 1)
Y—F Loy —0ERELY Y —K, SHILAZR, It
JRFHFERE RIS BE BRI 22 WF 728 030 F SR #dsz 12
ZLOTYFERTHEE L2, F72, KRFH TN L720I%E
BLOWEO—EIE, CERHEE [ERAGEMZEER A » b
U= HET T T A [RHEENTR R A ) 6 - FRAEREZE B
B & ORARUIREARAE [ G nO SR 7EEE3E - & 4%
D—BEE LTHEBL I L.
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Human influenza viruses mutate from time to time, causing annual epidemics worldwide. The
strong immune pressure in the human population selects a new variant every year, and the antigenic
change is one of the primary reasons why vaccination is not a perfect measure to control seasonal
influenza. Thus prediction of antigenic change of influenza A virus has been one of the major public
health goals. In this review bioinformatics technologies that have been developed to achieve this goal

were summarized.
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