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Effects of a watermelon-extract-beverage
on canine fecal microbiome

Sayaka Miyai”,

Summary

Eriko Fujihara”, Toshiharu Hashizume3), Toshio Okazakil>

We previously reported that a watermelon-extract (WM) beverage exerted anti-obesity

and anti-urolithiatic effects, such as decreasing plasma leptin concentration and urine lithogenesis

by increasing urine output in rats and dogs. To understand effects of a WM beverage on canine

fecal condition and microbiome, a WM beverage was administrated to seven healthy dogs instead

of water over 3-month period in this study. Consequently, the moisture content and pH in the feces

narrowed to a certain range. Moreover, the variability of Bacteroidets, Firmicutes, Fusobacteria

and Proteobacteria has decreased, and converged to a certain ratio after the 3-month period.
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Fig. 1 Scatter plots of moisture content and pH in feces before and after drinking

the watermelon-extract (WM) beverage.

O: Labrador Retriever before drinking the WM beverage, @: Labrador
Retriever after drinking the WM beverage, £\:Toy Poodle before drinking
the WM beverage, 4: Toy Poodle after drinking the WM beverage, dotted

line circle: ranges of fecal moisture content and pH before drinking the WM

beverage, solid line circle: ranges of fecal moisture content and pH after

drinking the WM beverage, bold solid line circle: narrowly certain ranges of

fecal moisture content and pH after drinking the WM beverage, dashed line:

regression line and coefficient.
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Fig. 2 Relative abundance of the fecal microbiota at the phylum level in each sample.
A: Before drinking the watermelon- extract (WM) beverage, B: After drinking the WM

beverage.
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Fig. 3 Relative abundance of the fecal microbiota at the class level in each sample.
A: Before drinking the watermelon-extract (WM) beverage, B: After drinking the WM

beverage.
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